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Syed Haider1†, Daryl Waggott1†, Emilie Lalonde1,2, Clement Fung1, Fei-Fei Liu2,3 and Paul C. Boutros1,2*Erratum
In the HTML version of this article that was originally
published [1] the Venn diagram in the section titled
“Visualization” was missing and was replaced with source
code. Please see the missing Venn diagram below:The original article has been revised and the publisher
apologises for the error.* Correspondence: Paul.Boutros@oicr.on.ca
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